0l0

(=15
of

Y/0|B= B

LHo

NI

-

0

Klo

1. 71

OH

o/
or
ot

=

b3

70
10l

X|L|0j= 2|1 X0 7|XE £ QCh DNA RNA 12|71

LoIA Ch-2o]

=

Ho= O[Ot A

o A&

o
T

| StLtOILCY.

1
1
70

ojru

K
1

==

10

<

H| SO

ALt o[

7tk

=
o

{EERETE

2X| xstd

EES

=
o

HEE9

oF

4

14

10
ar

mujn

oI

| MZ 7|8t

= 7|&2

ULt (Figure 1). Of

=
—

NES FIBiM

AL
=

i

Jo!

st g0

=

C}eH X
= 1

MZ 7[gE

=
—

AMEONM HIXRE]

Mz 9|

=
—

ol
PN

Of

I

<
ol

<l
=<

Mol 3 1 X

==

1=

L
K&r
or
1

=10

VS

O,
L

M= 78 2ol MY T ot X

=4
i

OFOj| A

=]
[

ol
Rl
ud
4
ok



J|HE0to| o2 S0 Az MEol AHT Vs BME et MER g9l CiulA
ot 3 2N AABc=zE EHEE=E WEES Y1 s AFESE AfStD DESHAXL
oL}
1.8E+08 200000
o®
°
f‘% o - 150000 5
m 1.2E+08 - )
c ® a
o o
) ° O
= L 100000 £
Q ® eo® o]
‘n =
@ ° ® o
w 6.0E+07 - o O
© e o m
S . - 50000
°
e o
.4
o:‘
0.0E+00 +—eeeeecsssccesflle® . . 0

1980 1985 1990 1995 2000 2005 2010 2015

Year
Figure 1. Widening gap between the amounts of sequence information (red circles)

and of protein structures (blue circles).
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Figure 2. Cell-free protein synthesis coupled with various post-translational

modification reactions
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interaction network generator (PING), C: A single-step biosensing platform combined
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Figure 6. In situ protein array methods based on a cell-free protein synthesis system.
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